RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHNOLOGY 
SYSTEMS 
BRANCH 



^1 ^ 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /o/oS^I^ 6^/ 

Source: ' 0//^ 

Date Processed by STIC: ^/>?/M)0^ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOV or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://vyww.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listine in electronic form shou ld NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the f ollowm s to the mdicated addresses: 

1. EPS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htni> , EPS Submission 
User Manual ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arhngton, VA 22202 

3. Hand Carry directly to: ^ 

U.S. Patent and Trademark Office, Technology Center 1 600, Reception Area, 7 Floor, Exammer Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 

U.S. Patent an^Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 
4 Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Oflice, 
Box Sequerice Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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OIPE 



RAW SEQUENCE LISTING DATE: 02/08/2002 

PATENT APPLICATION: US/10/0 51,681 TIME: 08:44:11 

Input Set : N: \EBONY ' S\EP . txt < , . tut\h 

Output Set: N:\CRF3\02082002\J051681.raw "oTOr^ ^ rNirVHlt^ 



3 <110> APPLICANT: 



Daniel Cohen ^ /^J 



<120> TI^LE OF INVENTION: TREATMENT OF CNS DISORDERS USING D- AMINO ACID OXIDASE AND D 



4 Ilya Chumakov 

6 

ASPARTATE 

7 OXIDASE ANTAGONISTS 

9 <130> FILE REFERENCE: 101.US5.PRO 
3U> 11 <140> CURRENT APPLICATION NUMBER: US/10/0 51,6 81 
12 <141> CURRENT FILING DATE: 2002-01-16 

14 <150> PRIOR APPLICATION NUMBER: 60/261,883 

15 <151> PRIOR FILING DATE: 2001-01-16 

17 <150> PRIOR APPLICATION NUMBER: 60/305,445 



17 <150> PRIOR APPLICATION NUMbKK: DU/ juj , . 

18 <151> PRIOR FILING DATE: 2001;07-13 ^ yy^jJji- ^^C<jX M"-*-^ 
20 <150> PRIOR APPLICATION NO:C60^ I X-r^ ^^/J**^ 



W--> -- - 

21 <151> PRIOR FILING DATE: 2001-10-22 

23 <150> PRIOR APPLICATION NUMBER: 60/333,881 

24 <151> PRIOR FILING DATE: 2001-11-19 
26 <160> NUMBER OF SEQ ID NOS : 26 

28 <170> SOFTWARE; Patent. pm 



ERRORED SEQUENCES 

2491 <210> SEQ ID NO: 14 

2492 <211> LENGTH; 153 



3492 <211> LENGTH; 153 , } 9 i- 

2493 <212> TYPE: PRT J Q ^ S . .L, ^ yT^V 

2494 <213> ORGANISM: Homo sapiens ^ <Ua^'? 4^-^-^ 

2496 <400> SEQUENCE: 14 / ) ^ , o 

E--> 2497 Met Leu Glu Lys Leu Met Gly Ala Asp(xaa/Leu Gin Leu Phe Arg Ser 

2498 1 5 f 

E--> 2499 Arg Tyr Thr Leu Gly Lys He Tyr Phe He Gly Phe Gln^XaySer He 

'•500 20 25 

2501 Leu Leu Ser Lys Ser Glu Asn Ser Leu Asn Ser lie Ala Lys Glu Thr 

2502 /■ ~\ 35 40 

2503 Glu(xaaj Gly Arg Glu Thr Val Thr Arg Lys Gli(xaa/Trp Lys Arg Arg 

2504 ^^n^ 55 

2505 His Glu Asp Gly Tyr Leu Glu Met Ala Gin Arg His Leu Gin Arg Ser 
-^506 65 70 75 80 
^>507 Leu Cys Pro Trp Val Ser Tyr Leu Pro Gin Pro Tyr Ala Glu Leu Glu 
2508 85 90 95 
-509 Glu Val Ser Ser His Val Gly Lys Val Phe Met Ala Arg Asn Tyr Glu 
^510 r'SlOO 105 110 

E--> 2511 Phe Leu xaajTyr Glu Ala Ser Lys Asp Arg Arg Gin Pro Leu Glu Arg 
2512 NOg 120 125 

--513 Met Trp Thr Cys Asn Tyr Asn Gin Gin Lys Asp Gin Ser Cys Asn His 



E--> 



file://C:\CRF3\Outhold\VsrJ051681.htm 
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2790 1 5 



10 15 



^791 tec acq get gtg tgc ate tec aaa ctg gtg ccc cga tgc tec gtt acc 
2792 Ser Thr Ala Val Cys He Ser Lys Leu Vai Pro Arg Cys Ser Val Thr 

20 25 
^794 ate att tea gac aag ttt act cca gat acc acc agt gat gtg gca gcc 144 



90 95 



2806 
2807 



816 



Leu Gin val Gin Ala Pro Trp Val Glu His Phe He Arg Asp Gly Ser 

155 1^0 
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RAW SEQUENCE LISTING ^^AT.; U^/0;3/.OU2 

PATFNT APPLTPATTON: US/10/051,681 TIME: 08:44:12 

Input set : N:\EBONY' S\EP . txt 
Output Set: N:\CRF3\02082002\J051681.raw 

2514 130 135 140 

2515 Lys Glu He Thr Ser Thr Lys Ala Glu 
j516 145 150 
J777 <210> SEQ ID NO: 20 

2778 <211> LENGTH: 2056 

2779 <:212> TYPE: DNA 

2780 <:213> ORGANISM: Homo sapiens 

2782 <220> FEATURE: 

2783 <221> NAME/KEY: misc_feature 

2784 <222> LOCATION: 1025 

2785 <223> OTHER INFORMATION: n=a, g, c or t 

2787 <400> SEQUENCE: 20 ,n 

2788 atg gac aca gca egg att gca gtt gtc ggg gca ggt gtg gtg ggg etc 

2789 Met ASP Thr Ala Arg He Ala Val Val Gly Ala Gly Val Val Gly Leu 



96 



192 



-795 lie lie Ser Asp Lys Phe Thr Pro Asp Thr Thr Ser Asp Val Ala Ala 

2796 35 40 45 

2797 gga atg ctt att cct cac act tat cca gat aca ccc att cac acg cag 

2798 Gly Met Leu He Pro His Thr Tyr Pro Asp Thr Pro He His Thr Gin 

'^79950 55 ^0 

2800 aag cag tgg tte aga gaa acc ttt aat cac etc ttt gca att gee aat 240 

2801 Lys Gin Trp Phe Arg Glu Thr Phe Asn His Leu Phe Ala lie Ala Asn 

-in 75 °^ 

2802 65 70 
2803 
2804 

2805 85 



tct gca gaa get gga gat get ggt gtt eat ttg gta tea ggg ata aag 288 
ser Ala Glu Ala Gly Asp Ala Gly Val His Leu Val Ser Gly lie Lys 



336 



384 



gga agt gga ggc tgg aca etc act egg cga ata gaa gac ctg tgg gaa 
Gly ser Gly Gly Trp Thr Leu Thr Arg Arg lie Glu Asp Leu Trp Glu 

2808 100 105 

2809 ctt cat ccg tec ttt gac ate gtg gtc aac tgt tea ggc ctt gga age 

2810 Leu His Pro Ser Phe Asp He Val Val Asn Cys Ser Gly Leu Gly Ser 

'^'^ aga cag ctt gea gga gac tea aag att ttc cct gta agg ggc caa gtc 432 
Arg Gin Leu Ala Gly Asp Ser Lys lie Phe Pro Val Arg Gly Gin Val 



2812 

2813 v-^" - - 

28I5 etc caa gtt cag get ccc tgg gtg gag cat ttt ate cga gat ggc agt 480 



2818 igg ctg aca tat att tat cct ggt aca tec cat gta acc eta ggt gga 

2819 Gly Leu Thr Tyr He Tyr Pro Gly Thr Ser His Val Thr Leu Gly Gly 
^ ^ 165 I'^O l^ 
2821 act agg caa aaa ggg gac tgg aat ctg tee ccg gat gca gaa aat age 
2 822 Thr Arg Gin Lys Gly Asp Trp Asn Leu Ser Pro Asp Ala Glu Asn Ser 
28'>3 180 185 150 

2824 aga gag att ctt tec cga tgc tgt get ctg gag ccc tec etc cac gga 624 



528 



576 
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DATE: 02/0H/2U02 
RAW SEQUENCE LISTING 08-44:12 
PATENT APPI.TCATTON: US/10/051,681 TIME. 

input set. : N:\EBONY' S\EP . txt 

output set: N:\CEF3\02082002\J051681.raw 

Ar, Clu ne Leu Ser Ar. Cys Cys Ala Leu Glu Pro Ser Leu His Gly 

195 200 572 



2826 ^ gqq ^ca ggc 
..e.7 ,oc t<,= .ac ate ,a, aa, , , « », ceo « 

2828 Ala Cys Asn lie Arg Giu bys vax u ^ 

-^^-^^ .aa etc ctt qcg cga gat gga cag agg ctg cct 720 

-efl tl Z III 111 feu 1.1 A Lp Gly Gin Arg Leu Pro 

:r33 III gtc cac cac tat g^c cat ggg agt ggg ggc ate tea gtg cae tgg V6B 
,834 Val Val His His Tyr Gly His Gly Ser Gly Gly He 



245 250 



255 



fsll ggc act get ctg gag gee gee agg ctg gtg age gag tgt gtc cat gcc 
2837 Gly Thr Ala Leu Glu Ala Ala Arg Leu Val Ser Glu -y 

-838 260 atgacataaa atgaeagcaa 869 

>839 etc agg acc cce att ecc aag tea aac ctg tag y 
"840 Leu Arg Thr Pro He Pro Lys Ser Asn Leu 

^ agagaetg^ragaetgttga tcaaagj^^^^^^ lllT^^^^^^--^--^ I.^-'^ 

2843 gaaagtttaa ttagaeattt ^tttgttttc ^J^^^^J^^/i^2jtggac acagcacggi TSiT^^ 

E-> 2844 agcacggtag catgcctata gtcccagcta ^^^^^^zj^^gcltc tccaaactgg HOI >LA^- 

E-> 284 5 ttgcagttgt cggggcaggt gtggtggggc ^ctccacggc 9 9 9^^^^ accagtgatg 1161 

E-> 2846 tgccccgatg ctccgttacc ^^catttcag ^^^^^"^^^ acccattcac acgcagaagc 1221 

E-> 2847 tggcagccgg aatgcttatt cctcacactt J^ccagatac gaagctggag 1281 I 

E-> 2848 agtggttcag agaaaccttt aatcacctct ^tgcaattgc caat g ^^^^^^^^^^ ,34, 

E-> 2849 atgctggtgt tcatttggta tcagggataa ^^^^^^^tgg ^g ,401 

E-> 2850 gaatagaaga cctgtgggaa c^^^^^ocg^ ^^^ttgacat tcctcc 1461 // 

E-> 2851 ttggaagcag acagcttgca g^agactcaa ^^^"""^ cagtgggSg acatatattt 1521 df 

E-> 2852 aagttcaggc tccctgggtg 9^?^^^^"^ ^^acSggS aaaaggggac tggaatctgt 1581 

E-> 2853 atcctggtac atcccatgta accctaggtg g-^-taggca 9^99 ^^^^^^^^^ ,64, 

E-> 2854 ccccggatgc agaaaatagc ^gagagattc ^ttcccga g ccaggcgtgc 1701 

E-> 2855 tccacggagc ctgcaacatc agggagaagg ^^^^^^tgag 9 ^ caccactatg 1761 

E-> 2856 gactgcagac agagctcctt gcgcgagatg ^^^^^^^gct gccaggctgg 1821 

E-> 2857 gccatgggag tgggggcatc tcagtgcact gg^g-ctgc Jctgg^gg 9^^^^^^^^^ ,33, 

E-> 2858 tgagcgagtg tgtccatgcc ctcaggaccc ^^^ttcc 9 ttcaaataac 1941 

E-> 2859 aaaatgacag caaagagact ^agagactgt tgatcaaagc -ag^^^^gg ^^^^^^^^^^ ^ , 

E-> 2860 ttttccactg catgaaagtt taattagaca ^ttcttrg 2048 
E--> 2861 aacatgtaag ctgagcacgg tagcatgcct atagtcccag c 
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L 
L 
L 

L: 124 57 

L 



VERIFICATION SUMMARY 

PATENT APPLICATION : US/10/051,681 



DATE: 02/08/^002 
TIME: 08:44:13 



11 M:270 C: 
: 20 M: 288 W: 
; 197 9 M: 336 W 



Input Set : N:\EBONY' S\EP .txt 

Output set: N:\CRF3\02082002\J051681.raw 



M:341 W 
4 0 M : 3 4 1 W 
4 6 3 M : 3 4 1 W 
4(»6 M:341 W 
M:341 W 



!475 
: 2497 M: 340 E 



invalid Amino Acid Number in Coding Region, SEQ ID. 4 



(46) 
(4 6) 
(46) 
(46) 
(46) 
(46) 



n" 
"n" 
"n' 
"n' 
"n' 
"n' 



or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 



for SEQ ID# : 13 
for SEQ ID#:13 
for SEQ ID#:13 
for SEQ ID#:13 
for SEQ ID# 



13 



or "Xaa" used: Feature required, for SEQ ID# : 14 



L: 
L: 
L: 

L: 

M- UO Repeated in SeqNo=14 

l'-541 M 336 W: Invalid Amino Acid Number in Coding Region, 
invalid Amino Acid Number in Coding Region, 

"n" or "Xaa" used, for SEQ ID#:20 
io of Bases conflict, LENGTH: Input: 1041 Counted:1043 SEQ:20 
(1) wrongNuc^eic Acid Designator, NUMBER OP INVALID KEYS : 8 

r:f86l'Sl:1o"orSeq. differs, <211>LENGTH : Input : 2056 Found:2050 SEQ:20 



L:2643 M:336 W: 
L: 2844 M: 341 W: 
L:2844 M:254 E: 
L:2844 M:320 E: 



SEQ ID: 15 
SEQ ID: 17 
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